EXHIBIT A: 


n of SEQ ID NO: 1525 from Tang et al. 


I. Original sequence: 

> - 886 nucleotides 

gtggactggattagctgcggagccctggaagctgcctgtccttctccctgtgcttaacca 
gaggtgcccatgggttggacaatgaggctggtcacagcagcactgttactgggtctcatg 
atggtggtcactggagacgaggatgagaacagcccgtgtgcccatgaggccctcttggac 
gaggacaccctcttttgccagggccttgaagttttctacccagagttggggaacattggc 
tgcaaggttgttcctgattgtaacaactacagacagaagatcacctcctggatggagccg 
atagtcaagttcccgggggccgtggacggcgcaacctatatcctggtgatggtggatcca 
gatgcccctagcagagcagaacccagacagagattctggagacattggctggtaacagat 
atcaagggcgccgacctgaaggaagggaagattcagggccaggagttatcagccctacca 
ggctccctcccccaccggcacacagtggccttccatcgctaccaagttctttgtctatct 
tcaggaagggaaaagtcatctctctccttcccaaggaaaacaaaactcgaggctcttgga 
aaatggacagatttctgaaccgtttccacctgggcgaacctgaagcaagcacccagttca 
tgacccagaactaccaggactcaccaaccctccaggctcccagagaaagggccagcgagc 
ccaagcacaaaaaccaggcggagatagctgcctgctagatagccggctttgccatccggg 
catgtggccacactgcccaccaccgacgatgtgggtatggaaccccctctggatacagaa 
ccccttcttttccaaataaaaaaaaaatcatccaggaaaaaaaaaa 

II. Translation in forward direction: 

ValAspTrpIleSerCysGlyAlaLeuGl\oAlaAlaCysProSerProCysAlaOc*Pro 
GluValProMetGlyTrpThrMetArgLeuValThrAlaAlaLeuLeuLeuGlyLeuMet 
MetValValThrGlyAspGluAspGliiAsnSerProCysAlaHisGlTxAlaLeuLeuAsp 
GluAspThrLeuPheCysGlnGlyLeuGluValPheTyrProGluLeuGlyAsnlleGly 
CysLysValValProAspCysAsnAsnTyrArgGlnLysIleThrSerTrpMetGluPro 
IleValLysPheProGlyAlaValAspGlyAlaThrTyrlleLeuValMetValAspPro 
AspAlaProSerArgAlaGluProArgGlnArgPheTrpArgHisTrpLeuValThrAsp 
IleLysGlyAlaAspLeuLysGluGlyLysIleGlnGlyGlnGluLeuSerAlaLeuPro 
GlySerLeuProHisArgHisThrValAlaPheHisArgTyrGlnValLeuCysLeuSer 
SerGlyArgGluLysSerSerLeuSerPheProArgLysThrLysLeuGliiAlaLeuGly 
LysTrpThrAspPheOp*ThrValSerThrTrpAlaAsnLeuLysGlnAlaProSerSer 
Op*ProArgThrThrArgThrHisGlnProSerArgLeuProGluLysGlyProAlaSer 
ProSerThrLysThrArgArgArgAm*LeuProAlaArgAm*ProAlaLeuProSerGly 
HisValAlaThrLeuProThrThrAspAspValGlyMetGluProProLeuAspThrGlu 
ProLeuLeuPheGlnlleLysLysLysSerSerArgLysLysLys 
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III. Nucleotide/Amino Acid alignment: 

> - 886 nucleotides 

Translation in forward direction: 

DNA: gtggactggattagctgcggagccctggaagctgcctgtccttctccctgtgcttaacca 
+lfr: ValAspTrpIleSerCysGlyAlaLeuGluAlaAlaCysProSerProCysAlaOc*Pro 


DNA: gaggtgcccatgggttggacaatgaggctggtcacagcagcactgttactgggtctcatg 
+lfr: GluValProMetGlyTrpThrMetArgLeuValThrAlaAlaLeuLeuLeuGlyLeuMet 


DNA: atggtggtcactggagacgaggatgagaacagcccgtgtgcccatgaggccctcttggac 
+ lf r: MetValValThrGlyAspGluAspGluAsnSerProCysAlaHisGluAlaLeuLeuAsp 


DNA: gaggacaccctcttttgccagggccttgaagttttctacccagagttggggaacattggc 
+ lf r: GluAspThrLeuPheCysGlnGlyLeuGluValPheTyrProGluLeuGlyAsnlleGly 


DNA: tgcaaggttgttcctgattgtaacaactacagacagaagatcacctcctggatggagccg 
+lfr: CysLysValValProAspCysAsnAsnTyrArgGlnLysIleThrSerTrpMetGluPro 


DNA: atagtcaagttcccgggggccgtggacggcgcaacctatatcctggtgatggtggatcca 
+lf r : IleValLysPheProGlyAlaValAspGlyAlaThrTyrlleLeuValMetValAspPro 


DNA: gatgcccctagcagagcagaacccagacagagattctggagacattggctggtaacagat 
+ lf r: AspAlaProSerArgAlaGluProArgGlnArgPheTrpArgHisTrpLeuValThrAsp 


DNA: atcaagggcgccgacctgaaggaagggaagattcagggccaggagttatcagccctacca 
+lfr: IleLysGlyAlaAspLeuLysGluGlyLysIleGlnGlyGlnGluLeuSerAlaLeuPro 


DNA: ggctccctcccccaccggcacacagtggccttccatcgctaccaagttctttgtctatct 
+lf r: GlySerLeuProHisArgHisThrValAlaPheHisArgTyrGlnValLeuCysLeuSer 


DNA: tcaggaagggaaaagtcatctctctccttcccaaggaaaacaaaactcgaggctcttgga 
+lfr: SerGlyArgGluLysSerSerLeuSerPheProArgLysThrLysLeuGluAlaLeuGly 


DNA: aaatggacagatttctgaaccgtttccacctgggcgaacctgaagcaagcacccagttca 
+lf r : LysTrpThrAspPheOp*ThrValSerThrTrpAlaAsnLeuLysGlnAlaProSerSer 


DNA: tgacccagaactaccaggactcaccaaccctccaggctcccagagaaagggccagcgagc 
+lf r : Op*ProArgThrThrArgThrHisGlnProSerArgLeuProGluLysGlyProAlaSer 


DNA: ccaagcacaaaaaccaggcggagatagctgcctgctagatagccggctttgccatccggg 
+lf r : ProSerThrLysThrArgArgArgAm*LeuProAlaArgAm*ProAlaLeuProSerGly 
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DNA: catgtggccacactgcccaccaccgacgatgtgggtatggaaccccctctggatacagaa 
+lfr: HisValAlaThrLeuProThrThrAspAspValGlyMetGluProProLeuAspThrGlu 


DNA: ccccttcttttccaaataaaaaaaaaatcatccaggaaaaaaaaaa 
+lf r : ProLeuLeuPheGlnlleLysLysLysSerSerArgLysLysLys 
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